100

98

SA564

ECT R-2
100 04-02981
100 FCFHV36
100 JH9
o JH1
0 Mu50
100 Mu3
, N315
[ ED98 DAR4145
RKI4
100 N
100 100 , GR2
111819-97
100 —| 100 r MSSA476
- Mw2 100 TW20
Z172
= 100 [r°Gv69
! Bmb9393
foJKD6008
Newman TO131
100
00,
NRS100
2 100 10 2395_USA500
CA-15
199 M121
USA300_TCH1516
UA-S391_USA300
100 USA300_2014.CO2
25b
100 250 |
100 26b | BAA1680 MRSA strains
g0 330 | (low bootstrap values)
31b
= ! 29p
63 USA300-FRP3757
USA300-2014.C01
USA300-ISMMS1
i
DSM20231 100 EMRSATS
1 HO 5096 0412 - s
100 100 100, ST398 CA-347
1 08BA02176
= ij‘;‘:goAch 25923
FORC_001
L 100 1 MRSA252
—oTCH60
ILRI_Eymole1/1
55/2053
T ™ JKD6159
100 100 [ o ager6850
l_l SA268
100 100 r1ggSA4o
fis
57
12 ED133
- HOU1444-VR 2513%
71 10497
81 10388
5 120%
81 18341 ST228 strains
28 18583
3t 18412
16125
502A

0.0040



SA564

ECT R-2
100 04-02981
100 FCFHV36
100 JH9
JH1
roo Mu50
100 Mu3
L, N315
100l ED98 DAR4145
100 RKl4 Nt
100 100 , GR2
111819-97
100 — 100 ~ MSSA476
- Mw2 100 TW20
7172
100 100 [r°Gv69
! Bmb9393
foJKD6008
Newman TO131
100
00,
NRS100
8 100 T 2395_USA500
CA-15
oo M121
USA300_TCH1516
UA-S391_USA300
100 USA300_2014.CO2
25b
100 250 .
100 26b BAA1680 MRSA strains
98 99 %ﬁg (low bootstrap values)
88 71 59b
63 USA300-FRP3757
USA300-2014.C01
USA300-ISMNiS1
100NCTC 8325
00VC40
DSM20231 100 , EMRSA-15
1 HO 5096 0412 100 15305
100 100 100, ST398 CA-347
1 08BA02176
100 i ATCC 25923
100 I_-[ FORC_001
100 T MRSA252
< TCH60
ILRI_Eymole1/1
55/2053
— JKD6159
100 10—~ a9er 350
 — SA268
100 100 b%8sa40
fos
57
100y ED133
- HOU1444-VR RF122
71 10497
81 10388
5 120%
81 18341 ST228 strains
28 18583
3118412
16125
502A

0.0040



